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<210> 11 

<211> 2083 

<212> DKA 

<213> Homo sapiens 

<4l)D> 11 

atgctgcceg gtttggcact cctcctgctg 
cccactgatq qtaatgctgg cctgctggct 
ctgaacatgc acargaatgt ccagaa-ggg 
acctgcattg ataccaagga aggcatcctg 
cagatcacca atgtggtaga agrcaaccaa 
gcccgcaazc agrgcaacac ccatccccac 
gagtttgtaa gtgatgccct tctcgtccct 
atggatgttt gcgaaactca tcttcactgg 
aagagtacca acttgcatga ctacggcatg 
ggggtagagt trgtgrgttc cccactggct 
gcggaggagg atgactsgga tgrc-ggtgg 
agtgaagaca aagtagtaga agtagcagag 
caagccgatg atgacgagga cgatgaggat 
ccctacgaag aagcca^aca gagaazcacc 
yagtclylgg aagaygLggt tugauttcct 
gacaagtatc tcgagacacc tggggatgag 
gagasgcttg aggccaagca ccgagagaga 
gcagaacgte aagcaaagaa cttgcctaaa 
caggagaaag tggaa^cttt. ggaacacgaa 
acacacatgg ccagagtgga agczatgctc 
tacatcaccg ctcrgcaggc tgttcctcct 
aag-atgrcc gcgcagaaca gaaggacaga 
cgcatggrgg atcccaagaa agccgctcag 
gtgatttatg agcgcatgaa tcagtctctc 
gaggagattc agga-gaagt tgatgagrtg 



gccgcctgga 




gctnga ggfa 


fin 


gaaccccaga 


ttgccatgtt 


c tgtggsaga 


120 


aagtggqatt 


cagatccatc 


agggaccaaa 


180 


cagtatrgcc 


aagaagt eta 


ccc t c&zic tg 


240 


ccagt-gacrvi 


tnr.agaarrfg 


crocs aircctcr 


300 


tttcrtorattc 


cctaccqctQ 


cttacttggt 


360 


gacaagtgca 


aattcLtaca 


ccaggagagg 


42C 


cacaccctcg 


ccaaagagac 


atgcagtgag 


480 


ttgctgrcct 


gcggsarrga 


caagttcega 


540 




acaatgtgga 


ttczgetgat 


600 




acacacacta 


tgcagarggg 


660 


gaggaagaag 


tggctgaggt 


ggaagaagaa 


720 


ggtgatgagg 


tagaggaaga 


ggccgaggaa 


78C 


agcattgcca 


ccaccaccac 


caccaccaca 


840 


acaacagcag 


ccagtacccc 


tgatgccgtt. 


900 


aatgaacatg 


cccatttcca 


gaaagccaaa 


960 


atgtcccagg 


tcatgagaga 


atgggaagag 


1C20 


gctgataaga 


aggcagttat 


ccagcattcc 


10B0 


gcagccaacg 


agagacagca gctggtggag 


1140 


aatgaccgcc 


gccgcctggc 


cctggagaac 


1200 


cggzctcgtc 


acgtgtrraa 


tafgetaaag 


1260 


cagcacaecc 


taaagcattt 


cgagcatgtg 


1320 


atccggtccc 


aggttatgac 


aeacctccgt 


13B0 


tccctgctct 


acaacgtgcc 


tgcagtggcc 


144C 


ctl-ragaaag 


ngsaaaarta 


ttcagatgac 


1500 
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gictcggcca 


acatgaitag 


tgaaccaagg 


atcagttacg 


gaaacga^gc 


tcccacgcca 


1560 


tctttgaccg 


aaacgaaaac 


caccgtcgcg 


ctcrttcccg 


tgaatggaga gttcagcctg 1620 




agcegtggca 


ttcttttggg 


gctgactctg 


tge-agccaa 


cacagaaaac 


1680 


gaagttgagc 


ctgttgatgc 


ccgrcctgct 


gccgaccgag 


gactgaccac 


tcgaccaggt 


1740 


tctgcgttga 


caaatarcaa 


gacggaggag 


atctctgaag 


tgaatctgga 


tgcagaatrc 


:eoo 


cg&ca.Lgact 


caggatatga 


agttcatcat 


caaaaattgg 


tcttctttgc 


agaagatgtg 


I860 


ggtrcaaaca 


aaggtgcaat 


cattggactc 


atggtgggrg 


gtgttgtcat 


agcgacagtg 


1S20 


atcgtcatca 


ccttggtgat gctgaagaag aaaeagtaca 


catccattca 


tcatgctgtg 


1S80 


gtggaggttg 


acgccgc^ct. 


caccccagag 


gagcgccacc 


tgtccaagat 


gcagcagaac 


2040 


ggczacgaaa 


atccaaccta 


caagttcttt 


gagccgatgc 


cgcactag 




208e 



<212> 12 

<212> PaT 

<213> Homo sapiens 

<4CD> 12 

Met Leu Pro ciy Leu Ala Leu Lcj Leu Leu Ala Ala Trp Tfcr Ala Arg 
1 5 io 15 

tv1& Leu Glu Veil Fid Tin Asp Gly Asn Ala Gly Leu Leu Ala Glu Pro 
20 25 30 



Gin :ie Ala Ket Phe Cys Gly Arg Leu Asn Met His Met Asr Vai git. 
35 40 45 



Asn Gly Lys Trp Asp Ser Asp Pro Ser Gly Thr Lys Tnr Cys Hp Asp 

50 55 6C 

Thr Lys Glu Gly lie Leu Gin Tyr Cys Gin Glu Val Tyr Pro Glu Leu 

fi 5 - 7n 7S eo 
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Cln He Thr Asa Val Val Glu Ala Asn Gin Pro Val Thr lie Gin Asn 
85 90 55 

Trp cys Lys Arg Gly Arg Lys sin Cys Lys Thr His Pro His Phe Vai 
10C 1C5 :io 

:ie Fro Tyr Arg Cys Leu Val Sly Glu ?he Val Ser Asp Ala Leu Leu 
115 120 125 

Val Prn Asp Ly* Cy* Ly* Ph* Lpu Hi* Cln Glu Arg Net Asp Val Cys 
130 135 140 

Tfar His Leu His Trp His Thr Val Ala Lys Glu Thr Cys Ser CI a 

:5n 155 ISO 

Lys Ser Thr Asn Lea His Asp Tyr Gly Met Leu Leu Pro Cys Gly He 
165 170 175 

Asp Lys Phe Arg Gly Val Glu Phe Val Cys Cys Pre Leu Ala Glu Glu 
183 165 190 

Ser Asp Ass Val Asp Ser Ala Asp Ala Glu Glu Asp Asp Ser Asp Val 

195 2D0 2C5 

Trp Trp Gly Gly Ala Asp Thr Asp Tyr Ala Asp Cly Scr Clu Asp Lys 

210 215 220 

Val Val Glu Val Ala G1j Glu Glu Glu Val Ala G2u Val Glu Glu Clu 
225 230 235 240 



28 



